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Sinapic acid prevents adipogenesis by regulating transcription
factors and exerts an anti-ROS effect by modifying the
intracellular anti-oxidant system in 3T3-L1 adipocytes
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Objective(s): In this study, we tested the hypothesis that sinapic acid (SA), a naturally occurring
hydroxycinnamic acid found in vegetables, cereal grains, and oilseed crops with various biological
activities suppresses adipogenesis in 3T3-L1 adipocytes by down-regulating adipogenesis transcription
factor.
Materials and Methods: 3T3-L1 adipocytes were treated with SA and evaluated by Oil Red O staining,
triglyceride estimation, lipolysis, and reverse transcription-polymerase chain reaction. 3T3-L1
adipocytes were treated with various concentrations of SA (100 to 1000 μmol) during differentiation.
Results: SA prevented an increase in adipocytes by reducing preadipocyte clonal expansion. ORO
staining analyses revealed that SA reduced cytoplasmic lipid droplet accumulation in 3T3-L1 by 57%
at the highest concentration of 1000 μmol without affecting cell viability. Furthermore, SA downregulated the expression of peroxisome proliferator-activated receptor-gamma, CCAAT/enhancerbinding protein alpha, sterol regulatory element-binding protein 1c, and fatty acid synthase. ROS
generated during adipogenesis was also attenuated by SA treatment by increasing antioxidant
enzymes superoxide dismutase, catalase, and the cellular antioxidant glutathione. SA demonstrated
no in vivo toxicity in the Drosophila melanogaster model.
Conclusion: These results suggest that SA exerts anti-oxidant and anti-adipogenic effects and could
be used as a functional nutraceutical ingredient in combatting obesity-related diseases.
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Introduction

Obesity is a chronic disorder with a complex etiology
linked to many health complications. It is characterized
by excessive accumulation of fat in the body as a result of
an imbalance in energy intake and consumption, and it
is often linked to conditions like diabetes, hypertension,
hyperlipidemia, and cardiovascular diseases (1). The impact
of obesity on worldwide public health has increased in recent
years, with a global incidence of 39% (2). The currently
approved anti-obesity drugs involved are associated with
many adverse effects like increased heart rate, constipation,
flatulence, bloating, dry mouth, fatty stools, dyspepsia,
nausea, insomnia, and diabetes mellitus (3).
However, obesity is intimately linked to aberrant adipose
tissue expansion and accumulation, which is mostly due
to excessive preadipocyte differentiation and adipocyte
hypertrophy. Adipocytes play an important role in energy
homeostasis by increasing in size (hyperplasia) and number
(hypertrophy) and storing it as an intracellular triglycerides.
The rate of adipogenesis is very closely related to obesity
(4). The transcription factors network of peroxisome
proliferator-activated receptor-gamma (PPARγ), CCAAT/
enhancer-binding protein beta (C/EBPβ), and sterol

regulatory element-binding protein-1c (SREBP-1c)
stimulate adipogenesis and lipogenesis, two interconnected
processes that link preadipocyte differentiation and fatty
acid biosynthesis (5, 6). Lipogenesis is triggered by SREBP1c which alters the expression of lipogenic gene fatty acid
synthase (FAS) (7). On the other hand, lipolysis is initiated
by the enzyme, hormone-sensitive lipase (HSL), which
breaks down intracellular triglycerides and diacylglycerols
to release free fatty acids and glycerol (8). Moreover,
dysfunctional adipogenesis is linked to generation of
reactive oxygen species (ROS) in cells via NADPH oxidase
4 (NOX4) and vice versa (9).
Polyphenols exhibit biological activities such as antioxidant, antimicrobial, anti-inflammatory, anxiolytic,
hepatoprotective, cardioprotective, and anti-carcinogenic
(10). Sinapic acid (SA; 3,5-dimethoxy-4-hydroxycinnamic
acid), is a cinnamic acid polyphenol with ring substitutions
of two dimethoxy groups at the 3rd and 5th and one hydroxy
group at the 4th position of the phenyl group (Figure 1). SA is
abundantly found in cereals, spices, vegetables, citrus fruits,
berries, and oilseeds (11). Previous studies have suggested
the anti-obesity effect of hydroxycinnamic acids, such as
ferulic acid (12), caffeic acid (13), and p-coumaric acid (14).
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Figure 1. Chemical structure of sinapic acid

SA is known to possess several beneficial properties against
oxidative stress (11), inflammation (15), and diabetes (16).
In dissatisfaction with the high cost and harmful side
effects of obesity drugs, the current research has led to
natural products as an excellent alternative for treating
obesity and gained widespread momentum (17). Amongst
them, plant polyphenols have been shown to modulate
molecular pathways in adipose pathology and help reverse
obesity and obesity-related consequences (18). Since
hydroxycinnamic acids are known to have radical scavenging
activity, we hypothesized that SA might prevent adipocyte
differentiation-induced dysfunction and oxidative stress. To
test this hypothesis, we determined the in vitro anti-oxidant
efficacy, anti-adipogenic and anti-ROS effect in cultured
3T3-L1 adipocytes. Additionally, the potential in vivo
toxicity of SA on the Drosophila melanogaster insect model
was evaluated.

Materials and Methods

Materials
Dulbecco’s modified Eagle medium (DMEM),
Dulbecco’s Phosphate Buffered Saline (DPBS), N-acetyl
cysteine (NAC), 3-(4,5- dimethylthiazol-2-yl)-2,5diphenyltetrazolium bromide (MTT), fatty-acid free bovine
serum albumin (BSA), 2,2’-diphenyl-1-picrylhydrazyl
(DPPH), 2,2’-azinobis (3-ethylbenzothiazoline-6- sulfonic
acid) diammonium salt (ABTS), phenazine methosulphate
(PMS), nitro blue tetrazolium chloride (NBT), Ellman’s
reagent (DTNB; 5,5′-Dithiobis(2-nitrobenzoic acid)), OilRed-O (ORO), dimethyl sulphoxide (DMSO) and Hi-cDNA
Synthesis Kit were obtained from HiMedia Laboratories,
India. Newborn calf serum (NBCS) Foetal bovine serum
(FBS) and antibiotic-antimycotic solution were obtained
from Gibco®, Life Technologies, USA. Sinapic acid (SA),
insulin, 3-isobutyl methylxanthine (IBMX), dexamethasone,
2’,7’-Dichlorofluorescin diacetate (DCFH-DA), and free
glycerol reagent were obtained from Sigma (St. Louis, MO,
USA). TRIreagent was obtained from Medox Biotech, India
and iQTM SYBR® Green Supermix from Bio-Rad (CA, USA).
All reagents and chemicals used were of tissue culture and
molecular biology grade.
In vitro radical scavenging assays
DPPH radical activity of SA and standard, ascorbic acid
(10–1000 µmol) was measured with DPPH (1 mM). The
solutions were incubated for 30 min at room temperature
(RT) and optical density (OD) was measured at 517 nm in a
spectrophotometer (19). ABTS radical scavenging assay was
measured by preparing ABTS+ aqueous solution by mixing
7 mM ABTS and 2.4 mM potassium persulphate for 12 hr in
the dark at RT. The solution was diluted to an absorbance of
1.2 by adding methanol at 734 nm. 1 ml of ABTS+ solution
and 50 µl of SA and standard were left to stand for 5 min
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and OD was recorded (20). Hydroxyl radical scavenging
potential was measured using Fe2+ -ascorbate-EDTA-H2O2
system (21). Reaction mixture containing 100 µl EDTA (1
mM), 10 µl FeCl3 (10 mM), 100 µl H2O2 (10 mM), 360 µl
deoxyribose (10 mM), 330 µl phosphate buffer (50 mM, pH
7.4), 100 µl ascorbate and 100 µl of SA and standard was
incubated for 1 hr at 37 °C. Equal volumes of TCA (10%)
and TBA (0.5%) were added to the incubated mixture and
development of MDA-TBA pink chromagen was observed
at 535 nm. A nitric oxide scavenging assay was performed
using the Griess method (22). SA and standard, ascorbic acid
(10–1000 µmol), were mixed with 1 ml sodium nitroprusside
(5mM) in phosphate buffer (0.1M, pH 7.4) and incubated
for 2 hr at 25 °C. An equal volume of Griess reagent (1%
sulphanilamide, 0.1% NED in 5% O-phosphoric acid) was
added to the reaction mixture. OD was measured at 546
nm using a spectrophotometer. Percentage inhibition was
calculated using the formula [(AC – AT) / AC] x 100, where
AC is the absorbance of the control and AT is the absorbance
of the test.
Cell culture and differentiation
3T3-L1 preadipocytes were purchased from the National
Centre for Cell Sciences (Pune, India). Cells were cultured
in high glucose (4.5 g/l) DMEM containing 10% NBCS at
37 °C in humidified 5% CO2. The cells were subcultured
at 80% confluence and used to passage number 15 for
experiments. In order to differentiate the cells for further
experiment, the following protocol was followed (23). Two
days post-confluent, cells (designated ‘day 0’) were placed
in medium containing DMEM supplemented with 10% FBS
and adipogenic induction cocktail, 0.5 mM IBMX (M), 1
μM dexamethasone (D), 10 μg/ml insulin (I) (MDI) (24).
On day 2, the culture medium was replaced with DMEM
supplemented with 10% FBS and 1 μg/ml insulin media
(IM). The differentiating cells were fed with fresh IM every
alternate day (days 2 to 8). On day 8, the mature adipocytes
were shifted to basal medium (DMEM, 10% FBS) to
complete the adipogenesis process. SA was added to the
MDI and IM at different concentrations of 100, 250, 500,
750, and 1000 μmol/ml for the entire adipogenesis program
(days 1 to 8).
Cell viability
Preadipocyte (48h) and adipocyte viability (10 days)
were tested by MTT assay (24). Cells (1x105/ml) were
seeded in a 96-well plate and treated with SA (100 – 1000
μmol/ml) and incubated at 37 °C, 5% CO2. At 48 hr or day
10, MTT (0.5 mg/ml) reagent was added and incubated for
4 hr. MTT was discarded and 100 μl of DMSO was added
to dissolve the formazan crystals. OD was measured at 570
nm using a microplate reader (Multiskan™ FC Microplate
Photometer, Thermo Fisher Scientific, MA, USA). Cell
viability was expressed as a relative percentage compared
with the negative control (100%).
Trypan blue staining
For enumeration studies, 3T3-L1 preadipocytes
1
undergoing differentiation with MDI were investigated on
day 2 of the adipogenic program. MDI medium containing
different concentrations of SA (100–1000 μmol/ml) was
added to the cells for 48 hr. Following treatment, the cells
were stained with 0.4% trypan blue solution and counted
using a Neubauer hemocytometer (25). The undifferentiated
Iran J Basic Med Sci, Vol. 25, No. 5, May 2022

SA inhibits adipogenesis in 3T3-L1 cells

cells were taken as control and compared with the treated
cells.
Oil red O (ORO) staining
3T3-L1 preadipocytes (1x106 cells/ml) were seeded in a
6-well plate and treated with SA (100–1000 μmol/ml) as per
protocol. On day 10, the cells were fixed in 10% formalin in
DPBS for 30 min and washed twice with DPBS. ORO stain
(0.3% w/v ORO in 60% v/v isopropanol) (26) was added
and incubated for 30 min at RT. Stained cells were observed
under a phase-contrast microscope (Nikon Eclipse TiS, Japan) at 200x magnification. The stain was eluted
with 100% isopropanol and quantified at 520 nm using a
spectrophotometer.
Triglyceride (TG) estimation
SA treated (100–1000 μmol/ml) 3T3-L1 adipocytes were
lysed with cell lysis buffer (0.1% Triton X-100 in DPBS)
and the supernatant was collected following centrifugation
at 12,000g for 15 min at 4 °C. TG was estimated using
a commercially available kit (Lab Kit, India) as per
manufacturer’s instructions.
Lipolysis assay
Free glycerol levels in the culture medium were quantified
on day 10. SA (100–1000 μmol/ml) in phenol red-free
DMEM containing 10% BSA for 48 hr. The glycerol level
was determined using free glycerol reagent (F6428) kit as
per manufacturer’s protocol.
Intracellular ROS production
3T3-L1 preadipocytes were differentiated in MDI with SA
(100–1000 μmol/ml) and the extent of ROS (superoxides)
production was determined by NBT assay (27). On day
10 after induction, the SA-treated cells are incubated with
0.2% NBT in DPBS for 90 min at 37 °C. Formazan was
dissolved in 100% glacial acetic acid and OD was measured
in a spectrophotometer at 570 nm (UV-1800, Shimadzu
UV-spectrophotometer). For measuring DCFH-DA (for
peroxides), 3T3-L1 preadipocytes were seeded in a 96-well
plate at a density of 1x105 cells/ml and differentiated in
MDI with SA(100–1000 μmol/ml) for 48 hr (28). ROS was
measured by adding 20 µmol DCFH-DA to the cells and
incubated at 37 °C for 30 min in a 5% CO2 incubator in the
dark. Excess fluorescence was washed with DPBS and OD
was measured in a spectrofluorometer at excitation of 480
nm and emission of 530 nm.
Intracellular glutathione (GSH) levels
GSH levels in 3T3-L1 adipocytes were determined on day
10 following treatment with SA (100–1000 μmol/ml) (29).
The differentiated cells were lysed in 1 ml of 0.2% Triton
X-100 and 20 mM Tris-HCl buffer by sonicating thrice. The
cell lysates were collected by centrifuging at 12,000g for 10
min at 4 °C. GSH was determined using DTNB. The reaction
mixture of 1.8 ml consisted of 0.2M Na2HPO4 buffer, 40 µl of
10 mM DTNB, and 160 µl of cell lysate, incubated for 2 min.
The OD was measured at 412 nm using a spectrophotometer.
Superoxide dismutase (SOD) enzyme activity
SOD levels were determined in 3T3-L1 adipocytes
treated with SA (100–1000 μmol/ml) for 10 days (30).
Briefly, 1.2 ml sodium pyrophosphate buffer (0.052 M, pH
8.3), 0.1 ml PMS (186 µM), 0.3 ml NBT (300 µM), and 0.1
Iran J Basic Med Sci, Vol. 25, No. 5, May 2022
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ml cell lysate were added to a total volume of 3 ml. The
reaction was initiated by adding 0.2 ml NADH (780 µM)
and incubated for 90 sec at 30 °C. The reaction was stopped
by adding 1 ml of glacial acetic acid and 4 ml n-butanol and
shaken vigorously. Following a 10 min incubation period,
the contents were centrifuged, and the OD was measured at
560 nm in a spectrophotometer.
Catalase (CAT) enzyme activity
CAT activity was quantified on day 10 in 3T3-L1
adipocytes treated with SA (100–1000 μmol/ml) for (31). The
reaction mixture consists of 1 ml of 0.01M phosphate buffer
(pH 7.0), 0.5 ml 0.2 M H2O2, 0.4 ml of water and 0.2 ml of
cell lysate. After 90 sec, the reaction was stopped by adding
2.0 ml of dichromate/acetic acid reagent (5% potassium
dichromate with glacial acetic acid in 1:3 v/v ratio). The
contents were heated for 10 min in a boiling water bath and
OD was measured at 610 nm in a spectrophotometer.
RNA extraction and cDNA conversion
Total RNA was extracted from 3T3-L1 preadipocytes
treated with SA (100–1000 μmol/ml) in MDI except for
negative control (undifferentiated). On day 10, total RNA
was extracted using Medox Easy Total RNA Extraction
Reagent (TRIzol) (Medox Biotech India Pvt. Ltd.). The
isolated total RNA was quantified using a NanoDrop®
ND-1000 spectrophotometer (Thermo Fisher Scientific,
USA). 1000 ng RNA was reverse transcribed using oligo
(dT) primer to cDNA using a conversion kit (Hi-cDNA
Synthesis Kit, HiMedia Laboratories, India) according to
the manufacturer’s protocol.
Quantitative real-time polymerase chain reaction (qPCR)
qPCR was carried out using StepOnePlus™ Real-Time
PCR System (Applied Biosystems, CA, USA) with iQTM
SYBR® Green Supermix (Bio-Rad, CA, USA). The PCR
primers were purchased from Sigma-Aldrich, and the
primer sequences are shown in Table 1. Amplification was
performed in a 20 μl reaction mixture containing 1X SYBR
Green PCR master mix, 300 nM each of forward and reverse
primers, and 2 μl of target cDNA. The PCR conditions for
thermal cycling were 95 °C for 10 min; followed by 40 cycles
of denaturation at 95 °C for 15 sec, annealing, extension, and
fluorescent reading at 60 °C for 60 sec. Relative amounts of
mRNAs were calculated from the values of the comparative
threshold cycle by using β-actin as an internal control.
Negative control was included in each run, and the specificity
of the amplification reaction was checked by melt curve
analysis. The relative expression of genes was calculated using
the 2-Δct method. The RQ values were used to compare the
gene expression of treated and control groups.
Drosophila stock and culture
The toxicity of SA was evaluated on the wild-type strain,
Canton S procured from Drosophila stock center, University
of Mysore. The flies were maintained on cornmeal agar
containing 32% w/v corn flour, 14% w/v dextrose and sugar,
1% w/v agar-agar, 1% w/v yeast extract, and antifungal agent
(propionic acid:orthophosphoric acid: benzoic acid) in glass
bottles at a constant temperature of 25 °C in 12 hr light/dark
cycle. Both sexes were used at random (32).
DNA fragmentation assay
DNA fragmentation assay was performed in Drosophila
613
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Table 1. List of primers used in RT-PCR study

(33). Flies bred in the ratio of 3 females to 1 male, and 5–7 day
old adult flies were exposed to 1000 µmol SA, NAC, 100 µmol
EMS (positive control), and sterile water (negative control)
on potato media in the following manner. For parental (P)
generation, the flies were exposed for 48 hr, and for filial (F1)
generation, the flies were exposed to the compounds for 7
days. DNA was isolated from the whole body homogenate
using the phenol:chloroform:isoamyl alcohol method (34).
The isolated DNA was dissolved in 50 µl TE buffer (pH 8.0) and
its quality was checked using a nanodrop spectrophotometer
(NanoDrop® ND-1000, Thermo Fisher Scientific, USA).
The DNA samples were electrophoresed on 2% agarose
gel for 1 hr at 50V and the gel was viewed under a UV
transilluminator and photographed in a gel documentation
system. A no-objection certificate was granted for the in vivo
study by the Institutional Animal Ethics Committee, SRIHER
in accordance with OECD guidelines.
Statistical analyses
Results were expressed as mean± standard error of the
mean (SEM) of values obtained from triplicates and analyzed
using GraphPad Prism 8 software. Unpaired Student t-test was
performed for single comparisons between two experimental
groups. For all statistical analyses, a P-value less than 0.05
(P<0.05) was considered significant.

Results

In vitro anti-oxidant assay
The in vitro anti-oxidant activity of SA was evaluated
614

by DPPH, ABTS, NO, and OH*. The concentration of SA
required for 50% inhibition (IC50) is presented (Table 2).
The radical scavenging activity of SA showed concentrationdependent anti-oxidant activity (P<0.001).
Viability of 3T3-L1 cells
SA at concentrations of 100, 250, 500, 750, and 1000
µmol/ml was treated to 3T3-L1 cells for 48 hr (preadipocyte)
and 10 days (adipocyte), and the cell viability was measured.
Over 80% cell viability was observed in presence of SA at
48 hr (Figure 2A) and >80% viability at 10 days (Figure 2B)
compared with the control (100%).
SA inhibits lipid accumulation
Lipid accumulation in 3T3-L1 adipocytes treated
with various concentrations of SA was determined with
ORO dye. As shown in Figure 3A, the amount of lipid
accumulation decreased as the concentration of SA
increased. On quantification, consistent with the staining,
a significant dose-dependent decrease in lipid content was
observed (Figure 3B). In the DC, the intracellular lipids
accumulated at high levels compared with the preadipocyte
undifferentiated cells (UC). The level of lipids was markedly
reduced by 11, 13, 19, 26, and 57% (P<0.001) correspondingly,
upon treatment with SA (100, 250, 500, 750, and 1000
μmol), demonstrating inhibition of lipid accumulation
during differentiation of adipocyte cells. Additionally, TG
contents were increased in DC but decreased 3-folds at 1000
μmol SA treatment (Figure 3C). The above results were in
Iran J Basic Med Sci, Vol. 25, No. 5, May 2022
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Figure 2. MTT assay. Cell viability of SA-treated cells at A) 48 hr (preadipocytes) and B) 10 days (adipocytes). Data are represented as mean±SEM of three
independent experiments. *** P<0.001, Student's t-test compared with control (0 μmol). MDI: IBMX + DEX + I
MTT: 3-(4,5- dimethylthiazol-2-yl)-2,5-diphenyltetrazolium bromide SA: sinapic acid

Figure 3. Effects of SA on the lipid accumulation (A, B) and TG levels (C) of 3T3-L1 cells. (A) Cells were cultured with or without SA (100–1000 μmol/ml).
Cells were then stained with ORO staining solution and adipocytes were visualized under a microscope (200x). (B) Stained lipid droplets were solubilized
with isopropanol and the absorbance was read at 520 nm. (C) Cellular TG content was measured using a commercial TG assay kit. (D) Expression of FAS
messenger RNA levels in cells treated with 1000 μmol SA was measured by qRT-PCR analysis. Data are represented as mean±SEM of three independent
experiments. *** P<0.001, Student's t-test compared with DC (0 μmol)
UC: undifferentiated control; DC: differentiated control; NAC: N-acetyl cysteine; SA: sinapic acid; TG: triglyceride; ORO: oil-Red-O

tandem with the level of FAS mRNA, a key enzyme of lipid
biosynthesis. There was a 9-fold increase in DC, and almost
completely inhibited following 1000 μmol SA treatment
(Figure 3D).
SA inhibits MCE and early adipogenesis
The extent of mitotic clonal expansion (MCE) was
quantified by counting SA-treated 3T3-L1 cells. The

number of preadipocytes increased 2-fold from day 0 to 2 of
differentiation in DC (differentiated control) (Figure 4A). In
contrast, SA inhibited cell proliferation and only increased
by 0.3 folds on day 2 compared with DC and UC (P<0.001).
To identify the differentiation phase affected by SA, the
differences between treatment periods were examined. Time
points were divided into early adipogenesis (days 0–4), the

2

Figure 4. Effect on MCE by SA in 3T3-L1 cells. A) Differentiating adipocytes were treated with SA for 48 hr and the cell numbers were counted. B) Effect of
SA on the stages of adipocyte differentiation. Fully confluent preadipocytes were initiated to differentiate by MDI cocktail with or without SA (1000 µmol/
ml) for the indicated times. After 8 days, the differentiated cells were subjected to (C) ORO staining and (D) quantification of absorbance at 520 nm. Data
are represented as mean±SEM of three independent experiments. *** P<0.001, Student's t-test compared with DC (0 μmol)
UC: undifferentiated control; DC: differentiated control; SA: sinapic acid; MCE: mitotic clonal expansion; ORO: oil-Red-O
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Figure 5. Lipolysis in SA-treated 3T3-L1 cells. Preadipocytes were
differentiated into adipocytes for 10 days in MDI and various concentrations
of SA (100−1000 μmol/ml). (A) Measurement of glycerol released and
(B) Expression of HSL messenger RNA levels in cells treated with 1000
μmol SA were measured by qRT-PCR analysis. Data are represented as
mean±SEM of three independent experiments. *** P<0.001, Student's
t-test compared with DC (0 μmol)
UC: undifferentiated control; DC: differentiated control; SA: sinapic acid;
HSL: hormone-sensitive lipase

middle stage (days 4–6), and the terminal stage (days 6–8).
During adipogenesis, we treated cells with 1000 µmol SA at
each time point (Figure 4B). Low lipid accumulation was
observed when SA was treated at early adipogenic stages
(days 0–4) (P<0.001) (Figure 4C). Treatment with SA after
day 4 showed negligible effects compared with DC (Figure
4D). This indicates that SA suppressed lipid accumulation
by inhibiting the early adipogenic stage.
SA promotes lipolysis in 3T3-L1 adipocytes
Glycerol release from the SA-treated cells increased in
a concentration-dependent manner (P<0.001). At 1000
μmol SA, a 200% increase was observed compared with
DC (Figure 5A). Furthermore, the effect of SA on mRNA
expression of the lipolysis gene, HSL was evaluated with
qPCR. In Figure 5B, contrastingly, the cells cultured in MDI
containing 1000 μmol SA decreased the mRNA levels of
HSL genes (P<0.001).
SA affects ROS production in 3T3-L1 adipocytes
Differentiation significantly increased ROS generation in
cells whereas treatment with 1000 μmol NAC, an effective
cellular anti-oxidant, reduced ROS. NBT assay detects
peroxides in cells undergoing oxidative stress (Figure
6A). Addition of SA to MDI during adipogenesis resulted
in decreased ROS generation in cells in a concentrationdependent-manner (P<0.001). Similarly, doses of SA showed
amelioration effect of ROS by DCF-DA which showed SA
significantly (P<0.001) protects cells from ROS generation
(Figure 6B). However, the inhibitory effect of SA on ROS
inhibition was not reflected in the regulating enzyme, NOX4
(Figure 6C). An up-regulation in NOX4 mRNA levels was
observed at 1000 μmol SA treatment, whereas NOX4 (1000
μmol) mRNA was down-regulated (P<0.001).
SA increases GSH and anti-oxidant enzymes in 3T3-L1
adipocytes
The changes in intracellular GSH, the major intracellular
anti-oxidant were quantified in 3T3-L1 adipocytes on day
10. As shown in Figure 7A, treatment with SA (100–1000
μmol/ml) caused in significant (P<0.001) concentrationdependent manner increase in GSH levels compared with
DC. The changes in the intracellular anti-oxidant enzymes,
SOD (Figure 7B), and CAT were also examined (Figure
7C). Treatment with SA induced significant (P<0.001) and
concentration-dependent increases in activity compared
with DC.
616

Figure 6. Effect of SA on ROS production in 3T3-L1 adipocytes. A) NBT
assay; B) DCF-DA staining. The 3T3-L1 adipocytes were exposed to SA
(100−1000 μmol/ml) and NAC (1000 μmol/ml), for 48 hr, and absorbance
was quantified. (C) Expression of NOX4 messenger RNA levels was
measured by qRT-PCR analysis. 3T3-L1 adipocytes were cultured with SA
(1000 μmol/ml) and NAC (1000 μmol/ml) for 10 days. Data are represented
as mean±SEM of three independent experiments. *** P<0.001, Student's
t-test compared with DC (0 μmol)
UC: undifferentiated control; DC: differentiated control; NAC: N-acetyl
cysteine; SA: sinapic acid

Suppression of adipogenic transcription factor expression
by SA
The effects of SA (100−1000 μmol/ml) on the expression
of adipogenic transcription factor genes such as PPARγ, C/
EBPβ, and SREBP-1c were evaluated by quantitative RTPCR. In Figure 8, the expressions of PPARγ, C/EBPβ, and
SREBP-1c were enhanced in DC (treated with only MDI)
due to adipogenesis. In adipocytes treated with 1000 µmol
of SA, the mRNA levels of PPARγ and C/EBPβ decreased
50-fold and SREBP-1c 70-fold, significantly (P<0.001).

Figure 7. Effect of SA on GSH and anti-oxidant enzyme activities (SOD
and CAT) in 3T3-L1 cells. 3T3-L1 adipocytes were differentiated in MDI
supplemented with SA (100−1000 μmol/ml) and NAC (1000 μmol/ml) for
10 days, and the levels of (A) GSH; (B) SOD; and (C) CAT were estimated.
Data are represented as mean±SEM of three independent experiments.
*** P<0.001, Student's t-test compared with DC (0 μmol)
UC: undifferentiated control; DC: differentiated control; NAC: N-acetyl
cysteine; SA – sinapic acid); GSH: intracellular glutathione; SOD: superoxide
dismutase; CAT: catalase
Iran J Basic Med Sci, Vol. 25, No. 5, May 2022
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Figure 8. Effect of SA on adipogenic gene expression of PPARγ, CEBPβ,
SREBP1c. 3T3-L1 cells were treated with 1000 μmol/ml SA for 10 days in an
MDI medium. Relative expression levels of PPARγ, CEBPβ, and SREBP1c
were quantified by qRT-PCR. Data are represented as mean±SEM of three
independent experiments. *** P<0.001, Student's t-test compared with DC
(0 μmol)
DC: differentiated control; SA: sinapic acid; MDI: IBMX, dexamethasone,
and insulin

DNA fragmentation assay
The isolated DNA was quantified and analyzed on 2%
agarose. The intensity of DNA damage was higher in flies
treated with 100 µmol EMS indicating shearing, apoptosis,
and subsequent cell death. Whereas, no shearing or
fragmentation was observed in flies treated with 1000 µmol
SA (both parental and filial (F1) generation), NAC, and
control.
In the present study, we treated the 3T3-L1 cells with
saponin of KD-D during differentiation and found

Discussion

Plant-based phytochemicals are gaining popularity as
the subject of many research studies, as most anti-obesity
medicines have adverse effects. Obesity is defined by the
formation of lipid droplets and development of preadipocytes
into mature adipocytes. Excessive preadipocyte development
causes aberrant adipose tissue expansion and accumulation
which are linked to obesity. Thus, potent inhibitors of
preadipocyte development and differentiation may have
therapeutic and/or preventative anti-obesity effects. Natural
compounds with anti-obesogenic potential can be used as an
alternative therapeutic option in treating obesity. The results
of the study support the hypothesis that SA modulates
adipogenesis via its anti-adipogenic, anti-lipogenic, and
anti-oxidant activity in 3T3-L1 adipocytes.
To begin, in this study, we demonstrated that SA
suppressed preadipocyte cell expansion without inducing cell
toxicity. Growth-arrested 3T3-L1 preadipocytes induced to
differentiate re-enter the cell cycle and undergo several rounds
of mitosis called MCE, which is crucial for determining the
transcriptional cascade of adipogenesis. Upon exiting the cell
cycle, they lose their fibroblastic morphology and acquire
the metabolic characteristics of a fully mature adipocyte.
Likewise, addition of SA at the early stage of adipocyte
differentiation (days 0 to 4) showed maximal prevention in
lipid droplet formation (Figure 4C). This result suggests that
the anti-adipogenic function of SA begins from the early
stage of adipocyte differentiation. Blocking DNA replication
by inhibiting MCE thus preventing differentiation has been
documented with phytocompounds like curcumin (35),
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Figure 9. DNA fragmentation assay. The isolated whole genome of Drosophila
was electrophoresed on 2% agarose gel. 1 – Control, 2 – 100 µmol EMS, 3
– 1000 µmol NAC, 4– 100 bp molecular ladder, 5 – 1000 µmol SA exposed
parental generation, and 6– 1000 µmol SA exposed filial (F1) generation
EMS: Ethyl methanesulfonate; NAC: N-acetyl cysteine; SA: sinapic acid

rehmannia (25), and piceatannol (36).
SA decreased lipid and TG levels in 3T3-L1 cells during
adipocyte development and stimulated the release of
glycerol in 3T3-L1 adipocytes (Figure 2). This discovery
prompted us to study its impact on expression of the
lipogenesis-related gene, FAS. SA significantly suppressed
the expression of FAS, thereby contributing to reduced
lipid production, storage, and accumulation (Figures 3B
& C). FAS is a lipid anabolic gene that catalyzes synthesis
of palmitate from acetyl-CoA and malonyl-CoA into longchain saturated fatty acids (37). The levels of FAS were
found to be significantly down-regulated with 1000µmol
SA but highly up-regulated in DC (Figure 3D), suggesting
that SA negatively regulates fatty acid synthesis by downregulating FAS. Therefore, our results demonstrate that
SA inhibits de novo triglyceride synthesis and ectopic fat
deposition. Hydrolysis of TG releases glycerol and free fatty
acid from adipocytes. Glycerol in the media was found to
be significantly higher with SA treatment (Figure 5A).
Contrarily, mRNA expression of HSL, the rate-limiting
enzyme in diacylglycerol metabolism, was found to be
down-regulated compared with DC (Figure 5B). This could
be due to the variation in phosphorylation following posttranscription. In murine adipocytes, HSL is phosphorylated
at three serine residues namely 563, 659, and 660 by PKA
activity, leading to translocation of HSL onto the surface of
lipid droplets (38). But phosphorylation of HSL by AMPactivated protein kinase of Ser565 (39) and by Akt-mediated
phosphorylation of Ser273 by activation of phosphodiesterase
3B (40) mitigates PKA activity and prevents HSL activation
and lipolysis. Therefore, down-regulation of HSL in this
instance could be due to any of these mechanisms.
Adipogenesis requires a network of transcription factors
that contribute to sequential gene expression for adipocyte
differentiation and maturation. PPARγ, the master regulator
of adipogenesis, is essential for differentiation (41). This
leads to induction of C/EBPα and SREBP-1c expression,
which successively activate other adipocyte genes
responsible for terminal differentiation (42). Our compound
SA at 1000 µmol significantly inhibited the expression
of PPARγ, C/EBPα, and SREBP-1c. C/EBPα is expressed
immediately after exposure to MDI, whereas PPARγ and
C/EBPα are acquired following 36–48 hr of exposure.
Therefore, SA inhibiting the early stage of differentiation
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is in accordance with the repressed expression of C/EBPα
and PPARγ. The down-regulation of SREBP-1c expression
at the transcriptional and translational levels is evident in
the reduced expression of their downstream target genes,
including FAS. Many compounds have been described as
inhibiting adipogenesis via PPARγ, C/EBPα, and SREBP1c regulation (43–45). Thus, considering that SA largely
reduced mRNA expressions of PPARγ, C/EBPα, SREBP1c, and FAS during 3T3-L1 preadipocyte differentiation,
herein, it is evident that the anti-adipogenic effect is closely
linked to their reduced expression.
Several phytochemicals are known to inhibit the antiadipogenic effect through their anti-oxidant activity
(46). Herein, the in vitro anti-oxidant activity of SA was
demonstrated through DPPH, ABTS, NO, and OH radical
scavenging activity (Table 2). The effective anti-oxidant
property of SA is due to its aromatic phenolic ring (Figure
1) that delocalizes and stabilizes unpaired electrons within
its ring structure, thereby acting as free-radical scavengers
(47). Increase in the number of methoxy substitutions in
positions ortho to the OH in monophenols like SA increases
greatly and enhances the electron-donating properties in
the 4- or 4’-position (48). The other hydroxycinnamic acids,
such as p-coumaric, caffeic, and ferulic are also known to
be excellent anti-oxidants. The anti-oxidant activity of SA
in 3T3-L1 adipocytes was examined to further determine
its anti-oxidant ability. Intense adipogenesis in obesity
is strongly correlated with oxidative stress which leads to
production of ROS (49). ROS in adipocytes is generated
by NOX4 during adipogenesis causing insulin resistance
and cell damage (50). NOX4 is especially expressed in
adipocytes and acts as a switch between proliferation and
differentiation of adipocytes (51). Adipogenesis leads
to low levels of endogenous anti-oxidant enzymes such
as SOD, CAT, and GSH (27). Therefore, inhibiting ROS
production in adipocytes can be a potential target for
improving obesity. SA effectively reduced ROS levels during
adipogenesis (Figures 6A & B) compared with DC and
NAC. This could be due to the effective anti-oxidant ability
of SA. As shown in Figure 7A, SA increased GSH, SOD, and
CAT in a concentration-dependent manner compared with
DC. Previous studies have shown that phytocompounds
like resveratrol (52), esculetin (53), and dibenzoylmethane
(54) reduce ROS levels in murine adipocytes. To gain
further insight into the mechanism of SA-mediated ROS
inhibition, the mRNA expression levels of NOX4, the major
pro-oxidant in 3T3-L1 adipocyte was studied (Figure 6C).
The NOX4 mRNA level of NAC-treated adipocytes was
greatly increased whereas a decrease was observed in cells
treated with 1000 µmol SA. Inhibition of ROS generation in
the NBT and DCF-DA assay is not completely reflected by
the NOX4 gene. This suggests a much more complex ROS
regulation mechanism with involvement with other genes
that control ROS production in adipocytes. Therefore,
SA can inhibit adipogenesis-induced intracellular ROS
production through its anti-oxidant activity and by upregulating the cellular anti-oxidant defense mechanisms.
The fruit fly, D. melanogaster is a reliable model for
assessment of toxicity of food or chemical structures (55)
and an alternative method to the use of the animal model (56,
57). Since the eukaryotic genome of Drosophila has more
than 80% homology with disease-related loci in humans,
the results obtained are highly specific and translational
(58). DNA shearing and fragmentation are indicative of the
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first-line toxicity of a compound (59). In the present study,
SA did not show any DNA shearing or fragmentation in
both parental and F1 generations. Whereas, DNA smearing
was observed with EMS treatment, which is indicative of
activation of caspase-3 (60). This suggests that SA is nontoxic to the eukaryotic genome during long-term application
of the compound.

Conclusion

We present in vitro the anti-adipogenic potential of SA by
reducing the preadipocyte clonal population and inhibiting
adipocyte differentiation by down-regulating adipogenic
transcription factors and lipogenesis. SA showed improved
lipolysis and cellular anti-oxidants thereby preventing
intracellular ROS accumulation. Also, SA was a non-toxic
Drosophila model on long-term exposure. These results
suggested that SA could be used as a possible candidate for
development of clinically effective anti-obesity agents.

Acknowledgment

The results presented in this paper were part of a doctoral
thesis. This work was carried out in the Department of
Biomedical Sciences, Sri Ramachandra Institute of Higher
Education and Research, Porur, Chennai - 600116. It was
partly supported by the NPV Ramasamy Udayar PhD
fellowship grant, Sri Ramachandra Institute of Higher
Education and Research, Porur, Chennai – 600116, Tamil
Nadu, India.

Authors’ Contributions

SA Provided study conception and design, prepared
the draft manuscript, and helped with visualization. CMJ
Helped with data processing and collection and performed
experiments. CMJ and SA Prepared the draft manuscript
and helped with visualization. CMJ analyzed and interpreted
the results. CMJ and SA Critically revised or edited the
article. SA Approved the final version to be published. SA
Supervised, and helped with funding acquisition.

Conflicts of Interest

The authors declare no conflicts of interest.

References

1. Kopelman PG. Obesity as a medical problem. Nature. 2000;
404:635–43.
2. Obesity and overweight - WHO | World Health rganization
https://www.who.int › Newsroom › Fact sheets.
3. Srivastava G, Apovian CM. Current pharmacotherapy for
obesity. Nat Publ Gr 2017; 14:12–24.
4. Rosen ED, MacDougald O. Adipocyte differentiation from the
inside out. Nat Rev Mol Cell Biol. 2006. 7:885–896.
5. Moseti D, Regassa A, Kim WK. Molecular regulation of
adipogenesis and potential anti-adipogenic bioactive molecules.
Int J Mol Sci 2016; 17:1–24.
6. He Y, Li Y, Zhao T, Wang Y, Sun C. Ursolic acid inhibits
adipogenesis in 3T3-L1 adipocytes through LKB1/AMPK pathway.
PLoS One 2013; 8:e70135.
7. Horton JD, Goldstein JL, Brown MS. SREBPs: activators of the
complete program of cholesterol and fatty acid synthesis in the
liver. J Clin Invest 2002; 109:1125–1131.
8. Bolsoni-Lopes A, Isabel Alonso-Vale MC, Isabel Alonso Vale
MC. Lipolysis and lipases in white adipose tissue – An update.
Arch Endocrinol Metab 2015; 59:344–351.
9. Villiers D De, Potgieter M, Ambele MA, Adam L, Durandt
Iran J Basic Med Sci, Vol. 25, No. 5, May 2022

SA inhibits adipogenesis in 3T3-L1 cells

C, Pepper MS. The role of reactive oxygen species in adipogenic
differentiation. Advs Exp Med Biol 2017; 1083:125-144.
10. Nićiforović N, Abramovič H. Sinapic acid and its derivatives:
Natural sources and bioactivity. Compr Rev Food Sci Food Saf
2014; 13:34–51.
11. Chen C. Sinapic acid and its derivatives as medicine in oxidative
stress-induced diseases and aging. Oxid Med Cell Longev 2016;
3571614.
12. Melo TS De, Lima PR, Carvalho KMMB, Fontenele TM, Solon
FRN, Tomé AR. Ferulic acid lowers body weight and visceral fat
accumulation via modulation of enzymatic , hormonal and in fl
ammatory changes in a mouse model of high-fat diet-induced
obesity. Braz J Med Biol Res 2017; 50:1–8.
13. Lutfi E, Babin PJ, Gutie J. Caffeic acid and hydroxytyrosol have
anti- obesogenic properties in zebrafish and rainbow trout models.
PLoS One 2017; 12:e0178833.
14. Ilavenil S, Kim da H, Srigopalram S, Arasu MV, Lee KD, Lee JC,
et al. Potential application of p -coumaric acid on differentiation of
C2C12 skeletal muscle and 3T3-L1. Molecules 2016; 21:997.
15. Ansari MA, Raish M, Ahmad A, Ahmad SF, Mudassar S,
Mohsin K, et al. Sinapic acid mitigates gentamicin-induced
nephrotoxicity and associated oxidative/nitrosative stress,
apoptosis, and inflammation in rats. Life Sci 2016; 165:1–8.
16. Kanchana G, Shyni WJ, Rajadurai M, Periasamy R. Evaluation
of antihyperglycemic effect of sinapic acid in normal and
streptozotocin-induced diabetes in albino rats. Glob J Pharacology
2011; 5:33–39.
17. Karri S, Sharma S, Hatware K, Patil K. Natural anti-obesity
agents and their therapeutic role in management of obesity : A
future trend perspective. Biomed Pharmacother. 2019; 110:224–38.
18. Wang S, Moustaid-moussa N, Chen L, Mo H, Shastri A, Su
R, et al. Novel insights of dietary polyphenols and obesity. J Nutr
Biochem 2014; 25:1–18.
19. Blois MS. Anti-oxidant determinations by the use of a stable
Free Radical Nature 1958; 181:1199–1200.
20. Re R, Pellegrini N, Proteggente A, Pannala A, Yang M, RiceEvans C. Anti-oxidant activity applying an improved ABTS radical
cation decolorization assay. Free Radic Biol Med 1999; 26:1231–7.
21. Halliwell B, Gutteridge JM, Cross CE. Free radicals, antioxidants, and human disease: where are we now? J Lab Clin Med
1992; 119:598–620.
22. Govindarajan R, Rastogi S, Vijayakumar M, Shirwaikar A,
Rawat AKS, Mehrotra S, et al. Studies on the anti-oxidant activities
of Desmodium gangeticum. Biol Pharm Bull. 2003; 26:1424–1427.
23. Green H, Kehinde O. An established preadipose cell line
and its differentiation in culture II. Factors affecting the adipose
conversion. Cell. 1975; 5:19–27.
24. Mosmann T. Rapid colorimetric assay for cellular growth and
survival: Application to proliferation and cytotoxicity assays. J
Immunol Methods 1983; 65:55–63.
25. Jiang L, Zhang N, Mo W, Wan R, Ma C, Gu Y, et al. Rehmannia
inhibits adipocyte differentiation and adipogenesis. Biochem
Biophys Res Commun 2008; 371:185–190.
26. Ramirez-Zacarias JL, Castro-Munozledo F, Kuri-Harcuch W.
Quantitation of adipose conversion and triglycerides by staining
intracytoplasmic lipids with Oil red O. Histochemistry 1992;
97:493–497.
27. Furukawa S, Fujita T, Shumabukuro M, Iwaki M, Yamada Y,
Nakajima Y, et al. Increased oxidative stress in obesity and its
impact on metabolic syndrome. J Clin Invest 2004; 114:1752–1761.
28. Koh EJ, Kim KJ, Choi J, Jeon HJ, Seo MJ, Lee BY. Ginsenoside
Rg1 suppresses early stage of adipocyte development via activation
of C/EBP homologous protein-10 in 3T3-L1 and attenuates fat
accumulation in high fat diet-induced obese zebrafish. J Ginseng
Res 2017; 41:23–30.
29. Moron MS, Depierre JW, Mannervik B. Levels of glutathione,
glutathione reductase and glutathione S-transferase activities in
Iran J Basic Med Sci, Vol. 25, No. 5, May 2022

John and Arockiasamy

rat lung and liver. Biochim Biophys Acta. 1979; 582:67–78.
30. Kakkar P, Das B, Viswanathan PN. A modified spectrophotometric
assay of superoxide dismutase. Indian J Biochem Biophys 1984;
21:130–132.
31. Sinha AK. Calorimetric Assay of Catalase. Anal Biochem 1972;
47:389–394.
32. Júnior FEB, Macedo GE, Zemolin AP, Silva GF da, Cruz LC da,
Boligon AA, et al. Oxidant effects and toxicity of Croton campestris
in Drosophila melanogaster. Pharm Biol 2016; 54:3068–3077.
33. Coutinho HDM, de Morais Oliveira-Tintino CD, Tintino
SR, Pereira RLS, de Freitas TS, da Silva MAP. Toxicity against
drosophila melanogaster and antiedematogenic and antimicrobial
activities of Alternanthera brasiliana (L.) Kuntze (Amaranthaceae).
Environ Sci Pollut Res 2018; 25:10353–10361.
34. Sambrook J, Fritsch EF, Maniatis T. Molecular Cloning: A
laboratory manual. (2nd ed.). Cold Spring Harbor, NY: Cold Spring
Harbor Laboratory Press 1989.
35. Kim CY, Le TT, Chen C, Cheng JX, Kim KH. Curcumin
inhibits adipocyte differentiation through modulation of mitotic
clonal expansion. J Nutr Biochem 2011; 22:910–920.
36. Kwon JY, Seo SG, Heo YS, Yue S, Cheng JX, Lee KW, Kim KH.
Piceatannol, natural polyphenolic stilbene, inhibits adipogenesis
via modulation of mitotic clonal expansion and insulin receptordependent insulin signaling in early phase of differentiation. J Biol
Chem 2012; 287:11566–1178.
37. Gammone MA, Orazio ND. Anti-obesity activity of the marine
carotenoid fucoxanthin. Mar Drugs 2015; 13:2196–214.
38. Watt MJ, Holmes AG, Pinnamaneni SK, Garnham AP, Steinberg
GR, Kemp BE, et al. Egulation of HSL serine phosphorylation in
skeletal muscle and adipose tissue. Am J Physiol Endocrinol Metab
2006; 290:E500-508.
39. Gaidhu MP, Anthony NM, Patel P, Hawke TJ, Ceddia RB.
Dysregulation of lipolysis and lipid metabolism in visceral and
subcutaneous adipocytes by high-fat diet: role of ATGL, HSL, and
AMPK. Am J Physiol Cell Physiol 2010; 298:C961-971.
40. Kitamura T, Kitamura Y, Kuroda S, Hino Y, Ando M, Kotani
K, et al. Insulin-induced phosphorylation and activation of cyclic
nucleotide phosphodiesterase 3B by the serine-threonine kinase
Akt. Mol Cell Biol 1999; 19:6286–296.
41. Rosen ED, Sarraf P, Troy AE, Bradwin G, Moore K, Milstone
DS, et al. PPAR gamma is required for the differentiation of adipose
tissue in vivo and in vitro. Mol Cell 1999; 4:611–617.
42. Elberg G, Gimble JM, Tsai SY. Modulation of the murine
peroxisome proliferator-activated receptor gamma 2 promoter
activity by CCAAT/enhancer-binding proteins. J Biol Chem 2000;
275:27815–27822.
43. Hadrich F, Sayadi S. Apigetrin inhibits adipogenesis in 3T3-L1
cells by down-regulating PPAR γ and CEBP- α. Lipids Health Dis
2018; 17:1–8.
44. Peng S, Pang Y, Zhu Q, Kang J, Liu M, Wang Z. Chlorogenic acid
functions as a novel agonist of PPARγ2 during the differentiation
of mouse 3T3-L1 preadipocytes. Biomed Res Int 2018; 1–14.
45. Oruganti L, Sankaran KR, Goud H, Kotakadi VS, Meriga
B. Anti-adipogenic and lipid-lowering activity of piperine and
epigallocatechin gallate in 3T3-L1 adipocytes. Arch Physiol
Biochem 2021; 1–8.
46. Zhang Y-J, Gan R-Y, Li S, Zhou Y, Li A-N, Xu D-P, et al. Antioxidant phytochemicals for the prevention and treatment of
chronic diseases. Molecules 2015; 20:21138–21156.
47. Rice-Evans CA, Miller NJ, Paganga G. Structure-antikoxidant
activity relationships of flavonoids and phenolic acids. Free Radic
Biol Med 1996; 20:933–956.
48. Pannala AS, Chan TS, Brien PJO, Rice-evans CA. Flavonoid
B-ring chemistry and anti-oxidant activity: Fast reaction kinetics.
Biochem Biophys Res Commun 2001; 282:1161–1168.
49. Bonnefont-Rousselot D. Obesity and oxidative stress: Potential
roles of melatonin as anti-oxidant and metabolic regulator. Endocr
619

John and Arockiasamy

Metab Immune Disord Drug Targets 2014; 14:159–168.
50. Liu G-S, Chan E, Higuchi M, Dusting G, Jiang F. Redox
mechanisms in regulation of adipocyte differentiation: Beyond a
general stress response cells 2012; 1:976–993.
51. Castro JP, Grune T, Speckmann B. The two faces of reactive
oxygen species ( ROS ) in adipocyte function and dysfunction. Biol
Chem 2016; 397:709–724.
52. Vigilanza P, Aquilano K, Baldelli S, Rotilio G, Ciriolo MR.
Modulation of intracellular glutathione affects adipogenesis in
3T3-L1 cells. J Cell Physiol 2011; 226:2016–2204.
53. Kim Y, Lee J. Esculetin Inhibits Adipogenesis and Increases
Anti-oxidant Activity during Adipocyte Differentiation in 3T3-L1
Cells. Prev Nutr Food Sci 2017; 22:118–123.
54. Kim JH, Kim CY, Kang B, Hong J, Choi H-S. Dibenzoylmethane
suppresses lipid accumulation and reactive oxygen species
production through regulation of nuclear factor (erythroidderived 2)-like 2 and insulin signaling in adipocytes. Biol Pharm
Bull 2018; 41:680–689.
55. Graf U, Würgler FE, Katz AJ, Frei H, Juon H, Hall CB, et

620

SA inhibits adipogenesis in 3T3-L1 cells

al. Somatic mutation and recombination test in Drosophila
melanogaster. Environ Mutagen 1984; 6:153–188.
56. Rand MD. Drosophotoxicology: The growing potential for
Drosophila in neurotoxicology. Neurotoxicol Teratol 2010; 32:74–83.
57. Tiwari AK, Pragya P, Ravi Ram K, Chowdhuri DK.
Environmental chemical mediated male reproductive toxicity:
Drosophila melanogaster
as an alternate animal model.
Theriogenology 2011; 76:197–216.
58.Reiter LT, Potocki L, Chien S, Gribskov M, Bier E. A systematic
analysis of human disease-associated gene sequences in Drosophila
melanogaster. Genome Res 2001; 11:1114–1125.
59. Parvathi VD, Rajagopal K, Sumitha R. Standardization of
alternative methods for nanogenotoxicity testing in drosophila
melanogaster using iron nanoparticles: A promising link to
nanodosimetry. J Nanotechnol 2016; 2016:1-10.
60. Vallinayagam S, Rajendran K, Sekar V. Pro-apoptotic property of
phytocompounds from Naringi crenulata in HER2+ breast cancer
cells in vitro. Biotechnol Biotechnol Equip 2021; 35:354–365.

Iran J Basic Med Sci, Vol. 25, No. 5, May 2022

