
DMR_chr DMR_start DMR_end position 

chr3 127398027 127398669 127398307 

chr3 127398027 127398669 127398327 

chr3 127398027 127398669 127398334 

chr3 127398027 127398669 127398349 

chr3 127398027 127398669 127398351 

chr3 127398027 127398669 127398361 

chr3 127398027 127398669 127398377 

chr3 127398027 127398669 127398380 

chr3 127398027 127398669 127398387 

chr3 127398027 127398669 127398393 

chr3 127398027 127398669 127398397 

 

>3 dna:chromosome chromosome:NCBIM37:3:127398027:127398669:1 

CGGTGTTCTCAATGATGAAAACCCCTCAAATTGCTTCAGTGGGCTGTCAGCTCCATTGTT 

GGCTTAGTCAAGTGGCCCTACAGAAAGGAGACAGGAGCGCTAAGAGAAAGGAGTCGATTT 

CTAATCTGCTTTTTAAAGGCTCTTGGTCAGAAGTATAGCAATTCAGATGCCCCTGTTTGA 

AAGCAGCGGGACAGATTTGTTAGCAGACAAAGGCTCCAATTAGTATTTTCCACACCCTTT 

CACAATTTTCTCTACTGCTTTTGGCTCTGAAACCCTTTACGCCAGGCCTTTGTGCCTGCC 

GAGAGGCGGGTGCAGGGGCAGCGCGGGCTGGGGCGGCAGAGGTGGCACCCGCCGGTGCCC 

GCAGGCGCCCGTGGGCGCCCGTAGAGGTCAAGTAGCCGGGAGCAGGCGGGCTGGGGACCA 

GCCGGCGCCAAGCGATGGAGCCCACCTGAGTTGACGGAGACTCGGGCTTGTCGGATGACC 

ACCTGCGGGGCGATGGGCGTTGCAGGCTTCAGCTTGTGCAAGCCTTTGGCGACCTGCAGG 

AGTTTTCCGGAGACGTCGAGTCCATACAGGAACCGGTCCATCAAGAAGACAATAGCGGAG 

GCGGCAGCGCAGTCCTGGACAAGGATGGAGGCTCGCAAGGCCG 

Q48 

 

Primer Set 1  Score: 80  
 
F1  GGGATAGATTTGTTAGTAGATAAAGG  



General Warnings  
 

 

 

R1  CCTACTCCCCACTACTTAACCT  

 

S1  TTTTATTGTTTTTGGTTTTGAAA  
 

  
PCR Product  Forward PCR Primer, F1  Reverse PCR Primer, R1  Sequencing Primer, S1  

Length, nt  219  26  22  23  

Position, 5'- 3'  
 

1 - 26  219 - 198  63 - 85  

Warnings  
    

Tm, ºC  
 

57.4  54.7  44.1  

%GC  33.8  34.6  50.0  17.4  

Sequence to Analyze  TTTTTTAYGT TAGGTTTTTG TGTTTGTYGA GAGGYGGGTG TAGGGGTAGY GYGGGTTGGG GYGGTAGAGG TGGTATTYGT 

YGGTGTTYGT AGGYGTTYGT GGG  

 

 

 

 

 

chr4 6199108 6200081 6199802 

chr4 6199108 6200081 6199813 

chr4 6199108 6200081 6199830 

chr4 6199108 6200081 6199856 

chr4 6199108 6200081 6199870 

chr4 6199108 6200081 6199892 

 

>4 dna:chromosome chromosome:NCBIM37:4:6199108:6200081:1 

CGGCAAGCCAGTCATCATTTAAAATGTTTATATGGTGGTGAAGACTGCAGTCATGAATTT 

AATTTGACATTAAGAAGAATACTATGGGGTGAAGAGCAAGACTGGGCCAGGGAACCTGCA 

TTGACAGAGTGCTAGGCTATCTGAGATCTGTGGCTTCTGGGACATCCCTTCGATGGGACT 

GTGCTCTTACAAAAGGCTGCTTCTGTTATGTACATGCTAAACATTGGCATTAAGTATCAC 

TTTCTTGATTGACGGCTCAGAAAGCTACAAGTCTTTTCAGTTTTTGAGCTAAAAATTGAA 

CTATACATCACCATGAGGAGTAAACACTTAAATTACTAGTCACCTGATCATTTGAAATAA 

GCTCCAGAAGGTTGCAGGAATGGTGTTTGCTTGAGATGCCCAGAGGATCACGAGGTGCGT 

CTTAGCCTTCTCCATGTCATCAAAGGTGGAGAGTGTATCGTTGAGAAACATGCGTAGACG 

GATCAGTTCAGAGACCTGGTCCCTCATGTACAGGTTCTTGTGCTTCAAGCTCTCAGCCAG 

CCTTTCCCGGGCTTTATGTGCGGTCTTGAACAAGTGAATAGGGACGCCCGCCACTAGTGC 

CGGAAATACTTGGTCAAATTGTTTGAAGCTGTCAAGGTTGTTTTGAATAAATGCTCTTTG 

TGAGTCTGTCTTTGAAATATCTTTGCCAAACAGCGTTAGATATCCGGCTTCAAACATCAC 

TCGGTAGCAGAAGGCATACATCCCTTCCGTGACCCAGACAGCGCTCTTTGATTTAGGAAG 

GCCCGGAGGTCTCATGACAGATTGGAGGTTTTGCATCATGGCTTCAGAGAGTGAACACAG 

AGCATCTCCCTGGAGGGTTTTGTTAAAAGTCTTGTTTATGTTTTCCGTGGTATTTCCATC 

ACTTGGGTCTATGCTTCTGTGTCCAAATGCCTAGCGGAAAATAAAAACCATGAAACGGGG 

AGGGGCTAAACTCG 



反补序列设计,Q48 

 

Primer Set 1  Score: 74  

General Warnings  
 

 

 
F1  TTTTTTAGGGAGATGTTTTGTGTTTATT  

 

R1  ATCTATCTTTAAAATATCTTTACCAAACA  

 

S1  AAATTTTTAATTTGTTATGAGATT  
 

  
PCR Product  Forward PCR Primer, F1  Reverse PCR Primer, R1  Sequencing Primer, S1  

Length, nt  194  28  29  24  

Position, 5'- 3'  
 

78 - 105  271 - 243  124 - 147  

Warnings  
  

 

Mispriming site detected  

 

 

Tm, ºC  
 

58.4  56.3  42.3  

%GC  24.2  25.0  20.7  12.5  

Sequence to Analyze  TTYGGGTTTT TTTAAATTAA AGAGYGTTGT TTGGGTTAYG GAAGGGATGT ATGTTTTTTG TTATYGAGTG ATGTTTGAAG 

TYGGATATTT AAYGTTGTTT GGTAAAGATA TTTTAAAG  

 

 

 

 

 

DMR_chr DMR_start DMR_end position 

chr2 32502137 32502738 32502400 

chr2 32502137 32502738 32502409 

chr2 32502137 32502738 32502412 

chr2 32502137 32502738 32502416 

chr2 32502137 32502738 32502420 

chr2 32502137 32502738 32502441 

chr2 32502137 32502738 32502455 

chr2 32502137 32502738 32502467 

chr2 32502137 32502738 32502485 

chr2 32502137 32502738 32502490 

chr2 32502137 32502738 32502558 

 



>2 dna:chromosome chromosome:NCBIM37:2:32502137:32502738:1 

CGGGCTGGATGAGCTGAGCTCCCTGCCCTGACAGTCAGACCCCTGCCTTCATCTGTGTCC 

CGTCCCCAGGCCAGGACCGCCGACAGCTGCTGCCCGAAAGAGCCCAGTGACTCTTTCCCA 

CCACCCAGTCAGCTAGAGACTCCTGCCCTGCTGTGAGTCTCGAGCCCACTTCTCCTGACT 

TCTCCGCCGCCACCTCAGAAGGCTGGAGCAGGGACGTGGTCGCTCCGGCCGCCTGCTCCC 

TTCGGATCCCCGCGCGAACCCACGCAGGCCCCGGCGCCCGCCCGCAGCCTTACCTCTGGA 

TACCGGATAAGGCCCAGCGCACAGACTCCCGGGTGGACAGCATGGACCGTGGCGTGCTCC 

CTCTGCCCATTACCCTGCTGTTTGTCATCTATAGCTTTGTACCCACAAGTAAGTGTCCAG 

CGCCCCTGGGTGGGAACAAGCCCAGGCTAGACCCTGGGTGTTACAGGTCTTATTCCCATG 

TCCCAAGCTACTAGCTGATGAAGCCACCCCCAATGTATTAGGAGGTAGAAATGGGATCAC 

CAACTATTTTGGTTCAGTGGGAGTAAAATGTTTCATAGGATGCCAAACTTAAGCATTAGA 

CG 

反补序列设计,Q48 

 

Primer Set 6  Score: 82  

General Warnings  
 

 

 
F3  GTTGGATATTTATTTGTGGGTATAAAGT  

 

R1  ACCCACTTCTCCTAACTTCT  

 

S2  GTAGGGTAATGGGTAGA  
 

  
PCR Product  Forward PCR Primer, F3  Reverse PCR Primer, R1  Sequencing Primer, S2  

Length, nt  258  28  20  17  

Position, 5'- 3'  
 

120 - 147  377 - 358  163 - 179  

Warnings  
 

Deviation from optimal 

amplicon size  
 

   

Tm, ºC  
 

58.6  60.4  45.1  

%GC  39.1  28.6  45.0  47.1  

Sequence to Analyze  GGGAGTAYGT TAYGGTTTAT GTTGTTTATT YGGGAGTTTG TGYGTTGGGT TTTATTYGGT ATTTAGAGGT AAGGTTGYGG 

GYGGGYGTYG GGGTTTGYGT GGGTT  

 


