
419 differential methylation genes (mean methylation difference between group ≥ 25%) in liver fibrosis were found in TCGA database.
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419 differential methylation genes (mean methylation difference between group ≥ 25%) in liver fibrosis were found in TCGA database. 34 differential methylation genes (mean methylation difference between group ≥ 25%) in liver fibrosis were thought to be oncogenes in ONGene database.
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34 differential methylation genes (mean methylation difference between group ≥ 25%) in liver fibrosis were thought to be oncogenes in ONGene database.



















































































34 differential methylation genes (mean methylation difference between group ≥ 25%) in liver fibrosis were thought to be oncogenes in ONGene database.


