Table S1

. Primer sequences, amplicon sizes, and amplification efficiencies

(S:‘;n:zol Forward Primer (5'>3") Reverse Primer (5'>3") Amplicon Size (bp) Efficiency (%)
B-actin AAGGCCAACCGTGAAAAGAT ACCAGAGGCATACAGGGAC 102 106
ERa TGCTCTTGGACAGGAATC AAGGTGCTGGATAGAAATG 175 102
ERP GACCCATTGCCAATCATCGC CCTCATCCCTGTCCAGAACG 141 92
PTEN ACGGACTGGTGTAATGATT GCCTCTGACTGGGAATAG 131 95
Ki67 CTCTCACATCCACCTTAC GGGTTCTAACTGGTCTTCCTG 78 102
EZH2 CATGACGATGATGATGATGGA CGAGGTGGGCAAGTTTCT 98 91

Details of the primer pairs used for qRT-PCR analysis. The amplification efficiency for each primer set was calculated from standard curves derived from serial cDNA dilutions.



